Background: Cyclin D1 gene regulates cell cycle and plays an important role in the tumorigenesis of human cancers. The association between cyclin D1, clinicopathologic parameters and prognosis in oral cavity squamous cell carcinoma (OSCC) is inconclusive. Methods: A total of 264 male OSCCs were examined for cyclin D1 protein expression using immunohistochemistry (IHC). The expression levels of cyclin D1 were defined as overexpression when more than 10% of tumor cells displayed nuclear staining with moderate to strong intensity. Results: Overexpression of cyclin D1 was found in 97 (36.7%) OSCCs. Cyclin D1 protein overexpression was significantly associated with lymph node metastasis (P = 0.002), tumor cell differentiation (P = 0.031) and tumor stage (P = 0.051), but not associated with age onset, cigarette smoking, alcohol drinking, or areca quid chewing. Overexpression of cyclin D1 was also significantly associated with poor clinical outcomes in terms of disease-free survival (DFS, P = 0.002) and overall survival (OS, P < 0.001). The effects of cyclin D1 protein overexpression on DFS (hazard ratio (HR) = 1.540; 95% confidence interval (CI), 1.068 -2.222) and OS (HR = 1.702; 95% CI, 1.168 -2.480) were still existed after adjusting for clinicopathological paremeters (such as age, primary tumor status, tumor cell differentiation, and lymph node metastasis) using logistic multivariate analysis. Conclusion: Cyclin D1 protein worked as an independent prognostic factor and can be as a biomarker for the aggressiveness of OSCC.
Background
In Taiwan, oral cancer is the fourth most common cancer in men [1] . Epidemiologic studies have shown that environment and personal habits, particularly tobacco use, areca quid (AQ) chewing and alcohol abuse, are major etiologic factors in the induction and progression of this disease. About two thirds of oral cancers were occurred in oral cavity. The primary treatment for oral cavity squamous cell carcinoma (OSCC) is radical surgery with or without post-operative chemoradiation [2] . However, for patients with tumors at advanced stage, their prognoses are usually discouraging. If we can better understand the characteristics of OSCCs, this may ultimately help clinicians to provide OSCC patients with more appropriate treatment.
The cyclin D1 gene (CCND1) located on chromosome 11q13 is a positive regulator of the cell cycle. It encodes a nuclear protein that forms complexes with cyclin-dependent kinases 4 and 6, which phosphorylate and inactivate the retinoblastoma protein (pRb). Inactivation of pRb allows cell cycle progression from G1 to S phase [3] . Although it has been shown that increased expression of cyclin D1 caused potential for growth advantage and enhances tumorigenesis [4, 5] , the role of cyclin D1 as a prognostic marker in OSCC remains controversial. Overexpression of cyclin D1, was reported to be associated with recurrence and shortened overall survival in operable cases of squamous cell carcinoma of head and neck (SCCHN) [6] [7] [8] . However, a study of 45 patients with a significantly higher proportion of oral carcinoma found no significant correlation between overexpression of cyclin D1 and any of the clinicopathological parameters studied [9] . Therefore, this study was designed to investigate the correlation of cyclin D1 expression with clinicopathologic parameters and disease outcome in 264 Taiwanese male OSCC patients.
Materials and methods

Patients and clinical diagnosis
This study was approved by the Institutional Review Board of Chang Gung Memorial Hospital. Two hundred and sixty-four male Taiwanese oral cancer patients received radical surgery prior to any treatments during March 1999 and December 2005 at Chang Gung Memorial Hospital, Lin-Kuo, were recruited for participation in this study. All patients gave informed consent for participation and were interviewed uniformly before surgery by a well-trained interviewer. The questionnaire used in the interview sought detailed information on general demography as well as current and past cigarette smoking, alcohol drinking and AQ chewing habits. If the patients had ever smoked cigarette, chewed AQ and drank alcohol on a regular basis (at least once a week for 1 year) were classified as tobacco, AQ and alcohol users, respectively. For each patient, clinical histological parameters (ie, pT classification including skin and bone invasion, differentiation, nodal-status, lymph node extracapsular spread (ECS), and perineural invasion) were reviewed by the pathologist and scored according to the recommendations for the reporting of specimens containing oral cavity and oropharynx neoplasms by the Association of Directors of Anatomic and Surgical Pathology [10] .
Immunohistochemical analysis
Immunohistochemical staining for cyclin D1 protein was performed as described previously [11] . Briefly, the paraffin embedded tumor sections (5 μm) were deparaffinized, retrieved with heat in 10 mM citrate buffer (pH 6.0) and treated with 3% hydrogen peroxide to remove endogenous peroxidase activity. Anti-cyclin D1 monoclonal antibody SP4 (1:200) (Lab Vision, Fremont, CA) was used as the primary antibody and the NovoLink™ Polymer Detection System (Novocastra Laboratories Ltd., Newcastle Upon Tyne, UK) was used as the detection system. The slides were then counterstained with hematoxylin and coverslipped with Permount and examined for the extent and intensity of nuclear and non-nuclear staining in tumor cells and for background staining by the pathologist (WYC) in a blind manner. In the present study, when more than 10% of cells displayed nuclear staining [7, 12, 13] and intensity scores of moderate and strong, then there was considered to be cyclin D1 overexpression (Figure 1 ).
Statistical analysis
Statistical analysis was performed using the SPSS statistical package (SPSS, Chicago, IL). The correlations between the cyclin D1 status and age, TNM stage, cigarette smoking, alcohol drinking, and AQ chewing was examined by χ 2 test or Fisher's exact test. Survival curves were constructed by the Kaplan-Meier method and the curves were compared using the log-rank test. The Cox regression model was applied to adjust simultaneously all potential prognostic variables including age, primary tumor status, tumor cell differentiation, and lymph node metastasis. A two-sided value of p < 0.05 was considered statistically significant.
Results
Patient characteristics
The clinicopathological features of the 264 OSCC male patients who took part in this study are listed in Table  1 . The major primary sites were the bucca (40.2%, 106/ 264) and the tongue (37.9%, 100/264). Overall, 85.2% (225/264) of the patients were cigarette smokers, 50.4% (133/264) were alcohol drinkers and 86.0% (227/264) were AQ chewers. The primary treatment for these 264 patients was surgery and 124 (47.0%) and 59 (22.3%) of the patients undergoing additional radiation therapy and chemoradiotherapy, respectively. The median follow-up was 46.5 months.
Prognostic implications of cyclin D1 protein expression
Overexpression of cyclin D1 was found in 97 (36.7%) OSCCs. As shown in Table 2 , cyclin D1 overexpression was more prevalent in tumors at advanced stage than those at early stage (p = 0.051) and moderate/poor differentiation than well differentiation (p = 0.031). More specifically, tumors with characteristics of lymph node metastasis and lymph node ECS had significantly higher frequency of cyclin D1 overexpression than tumors without those characteristics (p = 0.002). The frequency of cyclin D1 overexpression was lower in buccal cancer than other subsites (p = 0.007). On the other hand, cyclin D1 protein overexpression was not associated with age, primary tumor status, skin invasion, bone invasion, perineural invasion, cigarette smoking, AQ chewing, and alcohol drinking.
Disease-free and overall survival (DFS and OS) were significantly worse in patients that were cyclin D1 overexpressed in the tumors when compared with patients that were cyclin D1 not overexpressed (Figure 2) . To assess the effect of other clinicopathological factors on DFS and OS, a Cox model was carried out initially using univariate analysis. As shown in Table 3 , primary tumor status (p = 0.010), differentiation (p = 0.020), and lymph node metastasis (p < 0.001) were significantly associated with a poorer OS. Lymph node ECS (p < 0.001) was also significantly associated with a poorer DFS. After adjusting for age, tumor cell differentiation, primary tumor status and lymph node metastasis using multivariate analysis, cyclin D1 overexpression was still associated with a significantly increased hazard ratio for DFS and OS, respectively, of 1.540 (95% CI, 1.068 -2.222) and 1.702 (95% CI, 1.168 -2.480) compared with the patients with tumors without cyclin D1 overexpression (Table 4) .
Discussion
The clinical outcome of OSCC patients is strongly influenced by the stage of disease, particularly with positive nodal metastasis or lymph node ECS [14] . In the present study, we found that lymph node metastasis with positive lymph node ECS was the major determinant of OSCC outcomes (Table 3 and 4) and overexpression of cyclin D1 was significantly associated with lymph node metastasis ( Table 2 ). In addition, OSCC survival was significantly influenced by the level of cyclin D1 expression (Figure 2a and 2b) and the relationship still exists in the multivariate analysis after adjusting for age and lymph node metastasis (Table 4) . Cyclin D1 overexpression frequencies were reported ranging from 17.1% to 83.0% in OSCC [7, 8, 12, 13, [15] [16] [17] [18] [19] . In the present study, 36.7% of OSCCs showed overexpression of cyclin D1 protein.
The reason for such variation is uncertain, but may reflect mainly differences in the primary antibody used and scoring systems applied. In the present study, a rabbit monoclonal antibody SP4 raised against a synthetic peptide from C-terminus of human cyclin D1 was used, which is deemed to be specific to cyclin D1 [20] . Gown et al. [21] have reported that a normalized scoring method that subtracts the score for non-neoplastic cells from that for tumor cells reduces the false-positive rate from 31% to 5% in assessing HER2 IHC results for breast cancer. We found that most normal basal epithelial cells demonstrated cyclin D1 equivocal weak nuclear staining or background staining in the present series. Therefore, we defined that samples with more than 10% of the cells with moderate and strong cyclin D1 intensity were as having a state of overexpression. Cyclin D1 is one of the key proteins involved in cell cycle control and is essential for G1 to S transition. Cyclin D1 interacts with cyclin-dependent kinase 4/6 and forms a complex that inactivates pRB through phosphorylation, allowing passage through the restriction point and progression through the G1 phase [22] . Dysregulation of cyclin D1 expression or function contributes to the loss of normal cell cycle control during tumorigenesis. Our results indicated the cyclin D1 overexpression was an early event in the tumorigenesis of OSCC.
Previous studies have found a correlation between cyclin D1 overexpression and the presence of regional lymph node metastases in several human tumors, including head and neck SCC [7, 19, 23] . Our results indicated that the odds ratio of nodal metastases in tumors that overexpressed cyclin D1 was 2.482 (95% CI, 1.484 -4.149) times of those without overexpression. This suggests that cyclin D1 overexpression may be related to local invasiveness and a more aggressive clinical behavior of OSCC. Lymph node metastasis could thus be the pathway that patients with cyclin D1 overexpression had poor prognosis. To clarify the mechanism of lymph node spread of tumor cells via cyclin D1 overexpression, further study is necessary to explore cyclin D1-dependent molecules which would play an important role in the tumor invasion and metastasis. In our series, moderately and poorly differentiated tumors demonstrated a significantly higher prevalence of cyclin D1 overexpression than well-differentiated tumors (p = 0.031). The relationship was consistent with previous reports [7, 13, 18] . However, the reason for this relationship remains unclear. Both in vitro and in vivo studies have found that cyclin D1 overexpression can inhibit the differentiation of myoblasts [9, 24] and intestinal epithelial cells [25] , thus raising the possibility that cyclin D1 overexpression may play a role in the inhibition of tumor cell differentiation in some cell types [7] .
Overexpression of cyclin D1 was also associated with reduced DFS and OS. This is in agreement with several recent publications investigating the prognostic significance of cyclin D1 in OSCC [7, 8, 13, 16, 17, 19] . In our study, after adjusting the tumor differentiation, primary tumor status and lymph node metastasis, cyclin D1 overexpression still adversely influences the patients' survival. Thus, our data provide further evidence that overexpression of cyclin D1 imparts independently a poor prognosis in OSCC.
Conclusions
Overexpression of cyclin D1 protein was significantly associated with lymph node metastasis, tumor cell differentiation and tumor stage in Taiwanese OSCC. In addition, cyclin D1 overexpression also worked as an independent prognostic factor, since cyclin D1 overexpression was still significantly associated with poor prognosis both in terms of DFS and OS in the multivariate analysis after adjusting age, primary tumor status, lymph node metastasis and tumor cell differentiation. 
